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Research progress of protein structure prediction based on patent analysis
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Abstract: With the continuous development of artificial intelligence technology, significant breakthroughs have
been made in the research of protein structure prediction, demonstrating great application potential in many fields
such as drug development, bioenergy, and biomaterials. In order to better understand the current research status of
protein structure prediction globally and scientifically promote the high-quality development of the protein structure
prediction industry, this paper, based on patent data, analyzes the application trends, regional distribution, major
applicants, technological evolution, and opportunities and challenges in the field of protein structure prediction
worldwide. It also focuses on comparing the patent layout characteristics of major global research institutions such
as DeepMind and Tencent. The results show that the number of patents in the field of protein structure prediction in
China ranks among the top in the world. However, there are still gaps compared with the United States in terms of
core underlying algorithms, high-quality data, and interdisciplinary high-end talents. New drug development is the
focus and hotspot of the application and R&D layout of protein structure prediction technology, and there are still a
large number of gaps to be filled in other fields such as synthetic biology. In light of these findings, this paper
proposes industrial development strategies for protein structure prediction in China.
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