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Current developments and future trends in phage therapy

WU Zhuang-Yi*, XIN Jia-Yi*, WANG Yan-Li*
(Institute of Biophysics, Chinese Academy of Sciences, Beijing 100101, China)

Abstract: Antimicrobial resistance due to antibiotic overuse is a growing crisis, consequently, one of the

alternatives, bacteriophage therapy, has drawn wide concern. Clinical studies indicate its effectiveness against

multidrug-resistant bacterial infections, especially when multiple phages or phage-antibiotic combinations were

used as therapeutic agents. However, phage therapy faces several challenges, including the narrow host spectrum of

natural phage and the rapidly evolved immune system of pathogenic bacteria. Increasing phage therapeutic

efficiency by broadening its host range and enhancing the lysis capability has driven the developments of phage

genetic engineering technology. Additionally, other advanced research related to phage therapy, like targeted

delivery of phage, provides new insights into treating bacterial infections.
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