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Research advances in the roles of plant-specific HD-Zip transcription

factors in growth, development, and stress response

ZHANG Wei, ZHAO Li-Ke, ZHANG Bin-Lin, LIU Wei-Juan*, ZOU Hua-Wen*
(College of Agriculture, Yangtze University, Jingzhou 434025, China)

Abstract: HD-Zip is a transcription factor unique to plants, which contains a conserved homologous domain (HD)

and a conserved leucine zipper motif (LZ) responsible for protein dimerization. Therefore, it is named homologous

domain leucine zipper (HD-Zip). According to their sequence homology, DNA binding specificity and physiological
functions, the HD-Zip protein family can be divided into four subfamilies, HD-Zip I, HD-Zip II, HD-Zip III and
HD-Zip IV. Studies have shown that HD-Zip family genes are widely involved in plant growth and development, as

well as responses to various biotic (diseases, pests) and abiotic (drought, high salt, high temperature, etc.) stresses.

This article reviews the structure, classification and biological functions of HD-Zip transcription factors, and then

raises some prospects for future research.
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