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control FHB. However, due to the complexity of FHB resistance in wheat, conventional breeding for FHB resistance

is not able to meet the needs of wheat industry. Over the past two decades, remarkable achievements have been

made in elucidating the genetic basis underlying wheat FHB resistance, which has led to critical breakthrough in

FHB resistance improvement. In this review, we summarize the latest advancements in exploration of FHB-resistant

germplasm resources, characterization of chromosomal loci for the resistance, and marker-based resistance

breeding. Furthermore, we discuss the current challenges and future prospects in overcoming wheat FHB.

Key words: wheat; resistance to Fusarium head blight; QTL; fine mapping; cloning; molecular breeding
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