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Research progress in the regulation of gut microbiome by

microbioecologics with heavy-load exercise

WANG Ming-Han', YUAN Yu', SONG Ang-Xin’, WENG Xi-Quan'*, MAO Yu-Heng'*
(1 College of Sports and Health, Guangzhou Sport University, Guangzhou 510500, China;
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Abstract: Heavy-load exercise not only affects skeletal system, including bones, skeletal muscle etc., but also leads
to dysfunction of digestive system, including intestinal microbiome imbalance, microbial diversity reduction,
intestinal barrier function damage and other problems. Meanwhile, probiotics, prebiotics and other microecological
regulators are able to positively regulate intestinal barrier function and intestinal microbiota, alleviate the adverse
effects induced by heavy load exercise, improve recovery ability, and further improve exercise performance. These
results suggest that microecologics as nutritional supplements in the field of sports nutrition has an important
application prospects. This paper introduced the adverse effects and the related mechanisms induced by heavy-load
exercise on gut microbiome, and reviewed the regulatory effects of probiotics, prebiotics and other microecological
regulators on gut microbiome.
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