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The value of neutrophil CD64 in sepsis

HUANG Jun-Yao, FAN Heng*
(The First Affiliated Hospital of Ningbo University, Ningbo 315010, China)

Abstract: Sepsis is a series of organ dysfunction syndrome caused by the dysregulation of the organism's response
to infection. Since the proposal of sepsis more than 30 years ago, its diagnosis and treatment have been the focus of
clinicians' attention. Neutrophil CD64 has been widely recognized in recent years as a good biological indicator for
early diagnosis of sepsis and also has important reference value for prognosis. However, the guiding value of
neutrophil CD64 for clinical treatment and the factors influencing its expression are not clear. So it still needs to be
combined with other biological indicators and the actual clinical situation to make a comprehensive judgment. In
this paper, we summarize the current status of research on neutrophil CD64 in sepsis diagnosis, prognosis, and
guiding clinical practice to clarify the application value of neutrophil CD64 in sepsis management.
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W2 RS I E TR 1.0 I5E Lo 72 I,
JHRFEE A N SR 51 R R BT A4 TG PR A ) 4 e BT 1
RAE NP, BN A B M R ORE O 45 A IE
(systemic inflammatory response syndrome, SIRS),
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B MREEAE 2.0, 7RI PRS2 B 18 TP AR IH A ¥ 2 0
NBARIE N MRERE . BEAE X R A ZN B IR, £
2014 4F fes F 15 2 2 PR £ B9 1% 2 25 L T3
Lo A, SO T BRTEAE A 5E 30, RIS A B
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L ReFafG 5401 2 8] {) S BR A 75 SOFA 173 7E 12 Kt
Je WO B B O TS e AT RAF IR . (Hb T
SOFA F7p Hh % ds 3k 15 77 sUA R, H. SOFA $F7>
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