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Abstract: The development of science and technology and the demand of public's health have promoted the
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represents the development direction of clinical practice. After several years of rapid development, precision

medicine has gradually matured. This paper systematically reviews the development layout and measures of

precision medicine in 2022, analyzes the new development trends, new research progress, and new industrial

breakthroughs in the field, and forecasts the future development prospects of the field. At present, precision

medicine plays an important role in science and health, and countries are making long-term plans and increasing

their support for its development. The development of precision medicine has entered a new stage with the

continuous development of large cohort, disease research, precise prevention and diagnosis and treatment methods.

In the future, with the construction of high quality large cohort, the development of omics technology, and the

improvement of relevant policy system, precision medicine will have great prospects for development.

Key words: precision medicine; strategic planning; large chort; life omics; management policy

I RS BRV RIS, TR A
SRV R AR BOR PO R g, 3 R 1 5 2
(precision medicine) i H BLAUK J&, K HELE 4k &
RIS MEERYES Tl 2 WRESRE LR
PIEIR SR, RAEDHAR, BEEEAR. E¥HR
IZZIE a5 . RS HERE 2 BE 2R 220 U A
W, AR T BEER R R E, AR T IR S
RIETT IR, TEAE Ry [ bR 5 4 i) v mUF1 22 355 5 4

H 2% [ 2015 4 £2 K #E 2% % 71 2 (Precision
Medicine Initiative, PMI) 5, 283 J L5 i) B3 & R,
A 22 0B T R, R e X AE
= 22 E S0 R PR A B F A S e, TR R T 2 1Ok
HERT2I6T7 %8, A OREE 24 77 Wb A 3k N i T K
JebrBe, IR NImIR N H 5 HE) B Be. Rk
FROFEMEESR, TWRAMENIBIT TS5, AL
MARA EARGAEHILA ST BOR, $ i B R KT,
W ERIT WIRIR P, AR IR E . [FR, K
JE G T 5 2 AT 42 1] 5 A 4 R 25 43 1Y 18 e
B G B PR Sl BT R DRI,
W 5 A T 5 22 A OC BOR AN T B, R A 5
FRAESE Ik — 2 i, Se 355 [H X Dl E KR
X, R4, K. R i sC Rk R ek e, H
fi B S A AR 4k A R R — R R R ORI, kg
HIEY

1 ERREFERRERSES

& B B R A, AW AL Rk
THE DR S R B RO AT, DA AR N BA 51 R 5 DR ZEL 00
NINTF, IR A TR & Bl . SEE B 4
RIS RS HE R 22 TR DR, 8 2 AN B B IRE N
it R %4, il 21 B EER) 21st
Century Cures Act) B {REFEE 10 B IAFRE CHF,

2022 F RN 27 LFE TR B, REES
TAWFFCFE (National Institutes of Health, NIH) 2023
VA 4 TS ATS R e B0 N B i U AR 4T 5 B T
e [E 4k “ A5 N AR (100 000 Genomes
Project) 5¢ % (2012~2018 £ ) J5, X AH 4k A J& 19
100 /5 N4 LKA 500 73 N AR ) oK 24 BA 41
CEATAKIIMEEE” (Our Future Health) 33 & F 2022
FRENSERIPT BLo 2022 £, JEEBIA 1.05 1258
BN 10 5 208 A LA FR AR Y, DU s E A=
JLF WAL W2 W AR YT . AR¥E (BEPRI4L e
[ : 2022-2025 FIEHE 2L 2t RI) P(Genome UK:
2022 to 2025 implementation plan for England) #% ,
CIATAR R R A e R T [ AR YRR AR (UK
Biobank) (443 [ 4 I Hodls i3k — 202 0T Je A 015 2
PR M AL, B E 5ORS HE = S 0
H (Singapore's National Precision Medicine) 2~ 2022
FHENRIES Z—MrB, BEEIIFRE 15 5 AR
BRI, JF R G A R8s 5 A0 T7 20, PRI R
HARBEAT 00T, IR FT 2 BOL TR 1 B 2 .
INERIES T 4 EAEHEAE FETHRI (Al for One)™, i
ok 78 5 N R BRI 4 A R A 8 R v A
TSR HEIZ I K 5 WORHIEBURF N 5123
TCCHFIT R RFEE 10 4R (M HE R H 22w eit-Rl, s
PR “PRAFNFIERIZH:” (Genomics Australia)® it
FTH ARSI -

2 BEEFRRINSES

AT, AFUHERR R R, KIS
FE R V2 IR, BT TR U B AR TEA,
HEB B RGHERIT 1210 7 SR, H5G™ dh
Bt NIRPR I, 3R 1 pAE HE TR . 12 W7 A
IR [, 2 W7 %5077 25 T 5 8
R ITaE R AEFAR



44 ERE R

354

2.1 KBABNIIESEFEFET ZHEE. HFEEK

RENBERNS G 2 PR At g, i
Fov WM, FRees @it = iR HELR i e it
W6 . R ERGHEL F i RIE A R a3 0 AN
BAZI” T H (All of Us Research Program) $§£24fEiE,
2022 AR CUIE 58 73N s 1Z I H 4 Hde
W EFFHFF I =, 35 E NIH Fr2KFE 1% B 51 %
WEIF AL, BFETFRE 1 5 NS HEE TR 7T
S, 2022 4, #E[E UK Biobank 5EH 15 /s 5
B AT AN, X ie A A Bk KRR 4
FERIAH M7 TAF, e EHEH 1) 100 75 A4 FEH A
M T —HB45 5 JelE 500 J3 NI« A TA KM
R DiH W AN SIAEN B, S5HEAT
%10 AP Hil, 5% E O 4% UK Biobank.“ /5
NFEDIZE TR A “FRATTR R B g FE A0y 9% [ %t
P57 TR 7 A0 5 2 DT O e ) DR A 5 it 142 it 2 152 1)
SN ORERE,  HLRFE R IR A A S R ) A RO
)i E3
2.2 AFFRARLRIFNEHRIEED BRI

K HE R 20 L S AE SN RAGANHE, BR
TERBRER AL 5 ¥R T2 P RS, CEBP N T
PERTE O IMUE B FRRIEEE . w5
Z PRI S R LR e 2. (RIS, BEEFE R4
e, EHRAFZHFPHARKRE, FEWS 155
B NFE T B2 2 e AT ) B S 2 A B A AT I B R
1 B B R

2022 4, ZAE. B, 24 E R
2 R RS T o Y DL SRS B2 6 07 BRI R 28
5 FEfit. 1 PR Tabula Sapiens 2 fitg [5] 1% 56 B3 22 il
TALFE 24 MAFIHLS MR E AN Z 85 140
SR I U, R R TR, AR K
S RO U BE 2 1) 2 4L 22 i 1Y, e
JBRAE B T2 Bt Broad W 7L TS el th 1“0 Jy5gos
FH IR 22 Fh 20 2 B0 ) B ot P R DR A - A s L ]
[ E e ==l Rl CIE =148k 22 A= v er R
SEE R DB T ) 2 i e S 2 2 P 1, eI P bR 2
PR T R . RUE R A SR AREH T
e A AT 1 2V BE &R I 2 42 P UYL DL
HROL R ST R T S R FIASE R P 2 S A8 i R ik A
MM U AL BeAh, SEEINMOR A S LR
FE T IR TIOR8 (1) S B R AR, A [ MR 43 D 12
P “ g 77 (immune archetypes), AR (1K
HE BB T B s U, JERT s A G T VA
K.

2.3 HHERZIER RHEZE T HRESIRRIREK
2.3.1 FIRZWERREE . Frrteg i

Pz b, HET N AR F (next generation
sequencing, NGS) P2 A . WARIER . 90 F 52
B W AR Z DI, 2307 Mkt -
Mo BAT, HEEREAR O 6N T8 A% M
F R 2 W, 22 KRB 12 W 2k RS W 7 Rt
T8 FAH SRR A 250 (PORG e £ . A BE 2 Wk DR A
DR — g P B 20 Fh . PPN B 2 BE KR R,
FE &2 I B H 5 (Food and Drug Administration,
FDA) ftt #E 1) 15 191 22 98 b A1 Bl 12 W7 5 DA N0 7= oy
FoundationOne CDx F I 3R#AE R “IZ /M8 7 (Pan-
Cancer) #[7] 25 %) Rozlytrek 7E 2 g W iE b 1) £ B
W s [FIE, FRE AR RS TECAE 1
(programmed cell death 1 ligand 1, PD-L1) HifAit51”
WSS A N E = PD-L1 AERE 2 WA &, HT
AN He it s AR 2 I R BR L — R 25 dR T, X
REEE AR EER L Wik
TEREORM R Fe A &, TGP AR
PR, Horb DL 24 8 DNA (circulating tumor DNA,
CtDNA) Al o G () VA4 i Ao B R A2 24 it 7 R
R AEERTIFRE 1000 52 IR QIS PRI 78 (B0 kU -
clinicaltrials.gov ; £ % H i : 2023 421 H 10 H ).
[FIE, 3T MBI A BOR T 46 H IR HL
RS REAN B3R =, G0 38 B B dH 48 K I R B 25 6 2
Ji135% 25 DNA (cell-free DNA, ¢fDNA) F Bt A4S 5
TR 2 DN 1) 22 U a8t A% 32 35 4 M7 43 R ——EPIC-seq,
RE Sl s REE . SRE e e s A o 24
iz s DLEBIBE R B R S ST T A TR
BHAR TR ML S BARTE R BOR, X4
Lo K 0 PR R B0 B 0 929%™ oy TR B B R T
A B T AR R R . KA. K
JESE— Ry A BT AL, SCHL R A2
BN 24 FRS AR 2 W O R A IR K R R T 1), H AT
230 i CE NI R S
2.3.2 ARSI VAT B HE R RS VR TT I SEIR

G IT RIZIRIT FERVEIT. RNA JTIE
S AT VR R BIE K R ORISR = i ia TT K, B
HEA A VR TT 523

BE ) 23 RN E R R R B, 124 R
FDA Tttt 100 RRER M 25 B, R
WA B FER . FHorr, /NG iR 2 52w 259 1) JF
RE R, RS WP BEROE A B IS
TR, Ak AR E R E X Kirsten K BR RIJRE 9 25 i



EQE]

YE O, 5. 20224FAHERE R RS 45
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