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Abstract: This paper systematically analyzes the national sci-tech planning of various countries, and summarizes
the strategies and priorities in the field of life and health science. Based on the analysis, it finds that improving the
competitiveness of key technologies and strengthening the sovereignty of science and technology have become the
key point of the sci-tech strategy. In 2022, many countries have issued sci-tech planning of life and health science,
which shows the great emphasis on this field. In the meanwhile, in order to promote the innovative development of

science and technology, many countries have established and operated new research funding institutions. From the
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perspective of understanding and analyzing life, as well as modifying and imitating life, this paper also

systematically reviews the development trend and breakthrough achievements of the key and frontier directions in
the field of life and health. In 2022, the innovation in the field of life and health is active, making great breakthrough

in several segments as well as constantly generating new frontier directions, which shows a trend from point

breakthrough to system breakthrough. Finally, the paper looks forward to the future development prospects of life

and health science.
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