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Advances in circular RN As translation in cancers
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Abstract: Circular RNA is a class of non-coding RNAs with unique circular structure, and it has classic functional
mechanisms in organisms such as microRNA molecular sponges, protein scaffolds, regulating transcription,
regulating alternative splicing, packaging into exosomes. Although circular RNA is defined as a kind of non-coding
RNA, with the development and application of proteomics bioinformatics and translation profiling, a growing
number of studies have found that circular RNA can be translated. In this article, we introduce the main regulatory
mechanism of circular RNA translation, summarize the commonly used databases for studying circular RNA
translation, describe the latest findings of circular RNA translation in cancer, and discuss the application prospect
and problems of circular RNA translation, in order to promote the discovery of more tumor-related proteins and
peptides encoded by circular RNAs.
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