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Abstract: In modern society, the amount of information is exploding. However, current silicon-based storage is
limited by the availability of the materials and quickly behinds the needs. Storing information in DNA is an
interdisciplinary filed, which has the potential to provide a solution for the increased information. The filed has

made many achievements in the past decade. Here, we start the review by briefly introducing the progress of the
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field and highlighting a few recent achievements. Next, we focus our attention on bottlenecks which are currently

limiting the application of DNA data storage and discuss potential solutions. Finally, future directions are proposed.
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