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Research progress on the biological functions of Golgi matrix protein GM130

PANG Qian-Qian
(Jining Medical University, Jining 272067, China)

Abstract: GM130 is the first reported Golgi matrix protein with the capability of regulation of the structural
maintenance of the Golgi apparatus. The researches on the biological functions of GM 130 have accumulated a lot of
results, confirming that GM130 is involved in a variety of biological functions, such as the vesicular transport,
microtubule generation, cell mitosis, cell apoptosis and autophagy, cell polarity and directional migration, and
lysosomal function maintenance, etc. At present, most studies of GM130 are carried out at the cellular level, and the
evidence of verified physiological functions is limited. This article aims to summarize the previous researches on
the biological functions of GM 130 and analyze the involvement of GM130 in the life process to provide theoretical

basis for the detection and treatment of diseases related to abnormal GM130 functions.
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