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Progress of mechanisms regulating dedifferentiation of terminally

differentiated cells during salamander limb regeneration

TAN Hong, WEN Xiao-Min, WANG Xue, YE Gang, CHEN Fu-Lin*
(Lab of Tissue Engineering, School of Medicine, Northwest University, Xi’an 710069, China)

Abstract: Urodele amphibians (salamander) exhibit superior regeneration ability that mammals don’t possess,
especially their limbs can achieve full recovery within a relatively short period of time after amputation.
Dedifferentiation of the terminally differentiated cells into blastema cells is considered to be critical in inducing
blastema formation and initiating limb regeneration response. This review recapitulated the current progress of
investigating regulatory mechanisms of dedifferentiation during salamander limb regeneration, in aspects of
histology, cell biology, molecular signaling, neural and immuno regulation, thus shedding light on future research of
regeneration medicine.
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