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Abstract: Transmembrane 9 superfamily proteins (TM9SFs) are mainly composed of four members in mammals
called TM9SF1~TMO9SF4. TMOSFs have a large non cytoplasmic region and nine transmembrane regions, which
are highly conserved during evolution and widely expressed. Researches concerning the function of these
superfamily proteins are limited to date, while mounting evidence suggests that the four members are closely related
to many biological functions, such as cellular immunity, infection, autophagy, tumor invasion and prognosis. In this
paper, we summarized recent studies on the expression, function and regulation of TM9SF1~TM9SF4, in order to
provide reference for future study.
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superfamily protein member 4, TM9SF4) 1L 5% 5 i
Jo WU R EHEAER
41 HRERIE

BAINTTRILTMISFAR] LAA S 9 1 B J F 26
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FORB R R R A RIRIN —F TMDsH EAER, I
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AT AR A b4k A 15 e (DR A0 T 28 B e ) i ) o fs TR
T, TMOSFALUIMLER . B 5 7,

SR, H BITMOSF RV 2 4 7 1% B A A
K HREDRE R 7 T LI R AT 26 .
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