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Research progress on the heat shock protein of Bombyx mori
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Abstract: Heat shock proteins (Hsps) play an important biological function in the growth and development of
silkworms. In this paper, we describe the domestic and foreign research progress of silkworm Hsps in recent years,
including their classifications, the basic properties, response to temperature, roles in silkworm stress and disease
resistance, diapause as well as other biological functions.The problems existing in research of silkworm Hsps were
put forward. The research trends of the development of silkworm Hsps were prospected. This study provides a

reference for improving the stress resistance of silkworm varieties and further studying the biological functions of

silkworm and other lepidopterans.
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