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Next generation industrial biotechnology

based on synthetic biology of halophiles

DU He-Tong, ZHAO Yi-Qing, CHEN Jin-Chun*, CHEN Guo-Qiang*
(School of Life Sciences, Tsinghua University, Beijing 100084, China)

Abstract: Industrial biotechnology aims to use microorganisms to produce chemicals, biofuels and other products
that are commonly made by chemical industries. However, because of the heavy consumption on fresh water and
energy during the production process, current industrial biotechnology has a very high production cost. Halophilic
bacteria are a class of microorganisms growing under high concentration of salt. The high salt environments can
avoid contamination by other microorganisms during the production processes, thus reducing the complexity of
industrial biotechnology associated with sterilization processes. Applications of synthetic biology of Halomonas are
summarized in this article with a hope to promote current industrial biotechnology into the next generation industrial
biotechnology.
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