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Abstract: CRISPR/Cas9 is a kind of high-profile gene editing tool, which has a broad application prospect in
medical treatment, agriculture, environment and so on. As an important carrier of technical information, patents in
this field is of great significance for intelligence research of CRISPR/Cas9. This paper analyzes domestic and
foreign patents of CRISPR/Cas9 gene editing technologies during priority years 2005-2017 from Derwent
Innovation (DI), and compares the development trend and technical allocation at home and abroad in order to
investigate the development status of CRISPR/Cas9 technologies.
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