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The functions of bacterial flagella in physiological activity
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Abstract: Flagella are the major motility organs of bacteria, and bacteria can achieve chemotaxis through flagella-
mediated movement. However, as research continuous, many other functions of flagella have been discovered. This
review summarizes the functions of bacterial flagella in physiological activity, including flagella-mediated motility
and chemotaxis, flagella pathogenicity, antigenicity and immunogenicity, and the relationship between flagella and
cold-adaptation mechanisms. Combined with our own research, prospects about the cold-adaptation mechanisms
associated with bacterial flagella are proposed in this paper.
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