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Progress in the molecular mechanism of the output pathways

of the cyanobacterial circadian clock
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Abstract: Circadian clocks in organisms have three relatively independent modules: the signal input module, the
core oscillator, and the signal output module. During the entrainment of a circadian clock, the timing signals from
the external environment are received by the signal input module and then relayed to the core oscillator, which
synchronizes the period of the circadian oscillator with that of the environmental cues. In this process, the core
oscillator disseminates the rhythmical information via different signal output modules/pathways to rhythmically
modulate downstream signals. This review summarized the recent progress in the molecular mechanism of three
major signal output pathways of the cyanobacteria, including KaiC-SasA-RpaA, KaiC-LabA-RpaA, and Kaic-
CikA-RpaA.
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