#2945 3 sl Vol. 29, No. 3
201743 H Chinese Bulletin of Life Sciences Mar., 2017

DOI: 10.13376/j.cbls/2017039
XEHS: 1004-0374(2017)03-0292-10

RAF, TERLAZREDHZHARITEATT, BRERNEFFEAEK
#E. AT OQASTARTRLEAR ., LFRIZRASTEXML LA
12 53442 W R F R R G TR RGN Ao Z 2 AR BT R R, KRS
& & A Nature Genetics 5225 L, B EZHFERARAFEALRE . 7T
AAFFEELRE, FHAmERAE LIE R, “863” X, AR AL & k3L
N

AT (Setaria italica (L.) P. Beauv.){E RN TheE B E B
RIVEMIR & RIVIA K #22

TaE*, JIR
(P E R 2E AR R EE ST, 6B 100081)

7 F . BEHE B T AV E AT B IR R R S A R R B, FOK. IR AUKRE S R B
MRS Y, TEAREPIBAL 22 R R (A TR B R4 T AT B AMIE T, (HBEE B A IR ARGl 4L, 38752
B2 B A RO A . 8T (Setaria italia) K SLEF LR A R 5 (S. viridis) I R4 C, Ot & i&
BAFFER PRI M2 000, B FREIB /N AR EER A A S EEA. BN
G TAHEAERREE 718, URAE AR 5 T OO B i, AR & G E R 7 18H% 20t S R U,
WEAERAE N C, AP 7 R A 30 R e ok b 52 21 [ BRAE D8 A% % S OGvE . B TR RIE T E Ml 2
KA, REPIA & E BV, JEERE MR LA T4 . BRI E S 7O a9k
LA SRS T RN 0 B A N AR e Fe Bk R, VB ARSI RAEE R RS, FFx 8 Tt R R R
HAT I

X AT HMREE BEEY) ; DhReE R4

FESES : S515 SHRFRASES - A

Current status and perspectives of researches on foxtail millet (Setaria italica (L.)

P. Beauv.): A potential model of plant functional genomics studies

JIA Guan-Qing*, DIAO Xian-Min
(Institute of Crop Sciences, Chinese Academy of Agricultural Sciences, Beijing 100081, China)

WS HER: 2016-05-18
HEEWMB: EXERRERESTH (31522040, 31301328); Abntri AR AIESETH H (6142019)
*@{S1EZ: E-mail: jiaguanqing@caas.cn



3

T (Setaria italica (L.) P. Beauv.){E N I HE3E PR ZH 0 78 A5 sUAE A 110 R R IR B 34

Ej.'i'ff’_'@i%‘:’ %:

293

Abstract: Model organisms play a significant role in enabling new scientific discovery and the development of new
technologies. Discoveries in early genetic models such as maize (Zea mays), Arabidopsis and rice (Oryza sativa)
laid the foundations for modern genetics. Flowering plants are an extremely diverse group of species. Although
early model organisms were suitable for answering questions about fundamental mechanisms that are conserved
across all plant species, many traits and systems of particular importance to humans are found only in specific plant
lineages. Characterizing these lineage-specific systems requires the identification and development of new model
species. The biological nature of two species of Setaria, domesticated foxtail millet (S. italica) and its wild ancestor
green foxtail (S. viridis), make them ideal models for functional genomics studies of C, photosynthesis and abiotic
stress tolerance in the panicoid grasses. Both species are diploid and have tractably small genomes, short generation
times, self pollinating nature, prolific per plant seed production, small morphological stature and suitable easier
cultivation method. Foxtail millet was one of the earliest crop species to be domesticated in China, where efforts to
develop improved elite varieties of foxtail millet is centered. In this review, progresses on genetic deciphering of

pivotal agronomic traits of this emerging model will be summarized and trends of related studies will be discussed.
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