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Research progress on protein tyrosine sulfation
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Abstract: The combination of inorganic sulfate and biological molecules plays a significant role in biological
systems, which is directly related to the occurrence of diseases. Protein tyrosine sulfation (PTS) is a common post-
translational modification which has been researched more than fifty years. However, the function of protein
tyrosine sulfation and its relationship with the diseases begun to get attention in recent years. At present, only a
small part of sulfated proteins has been identified. In this paper, we selectively make a brief review on protein
tyrosine sulfation, including the preparation of tyrosylprotein sulfotransferase, the determination methods for
protein tyrosine sulfation, and the biological functions of protein tyrosine sulfation. This knowledge is basic for the
future exploration of the function of protein tyrosine sulfation.
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