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Research progress of Torque Teno Virus epidemic and diversity
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Abstract: Torque Teno Virus (TTV) is the nonenveloped virus with a circular DNA genome. TTV is the first single
stranded circular DNA virus that infects humans. TTV is characterized by an extremely high prevalence, relatively
uniform distribution worldwide and a high level of genomic heterogeneity, as well as an apparent pan-tropism at the
host level. Neither the mechanism of the virus replication nor the cause of genomic heterogeneity and the
mechanism of infection and the pathogenesis of the disease have been fully understood. In this paper, we reviewed

the epidemic situation of TTV, including the transmission route and the prevalence rate, the replication and

heterogeneity of the viral genome
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