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Several kinds of circRNA: potential molecular markers

ZHOU Li', SHI Ji-Zhou™, ZHANG Meng'*
(1 Shenzhen Second People’s Hospital, Clinical Medicine College of Asnhui Medical University, Shenzhen 518000,
China; 2 Department of General Surgery, Shengli Oilfield Center Hospital, Dongying 257000)

Abstract: circRNA is a kind of covalently closed circular RNA molecule and mainly arises from backsplice.
circRNA has a variety of biology characteristics and functions. Especially, it can work as microRNA sponge to be
involved in miRNA-associated diseases, and be regarded as a potential disease screening biomarker. circRNA is
widely existing in living bodies, and the majority of circRNA is exonic circRNA. Here, we briefly summarize
several kinds of circRNA and their biosynthesis, properties, functions and applications, aiming to help researchers
comprehend its research progress and prospective application.
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THONE TR EE, HRIFEHAR M. H—
WRITIE R, HANT 5 RNA F T [a] () 55 4 0] LA
WA R F IR, FHe] R AN R A R
th 2 /> circRNA,  FR 2 O~ 1% % 1% 25 4L (alternative
circularization), JtH & & F ALU 41 1F (30~40
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J34h, cireRNA 55 5865 55 (1 & A2 B3 A ¢ M.
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1.2 & FcircRNA (circular intronic RNA, ciRNA)

Zhang 5 P HIE TR IS FATAI cireRNA,
HI ciRNA. LAY 2R, ciRNA T2 A7 A
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HAHG Ay i, HRREERNE TR
JBE 23 SCHIHLA R AR e . b, kA B DR <7 1
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iX 2% circRNA R /0 5 miRNA # &5 3F BL#A — At
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Il B O BRI A% P WP 2 AR E N & T 7 4
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EIciRNA 2 [F] i A & F 4 & 7 AN & 1 1
circRNA, 11 EIciEIF3] il EIciPAIP2, ‘& Al1E &7
T4z, 5 Ul snRNA (U1 small nuclear ribonuc-
leoprotein RNA) 45 & - i# it 5 RNA A1 11 1/EH
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Ye 2 U213 3o tof 7K R A0 g T 3k 474 2 DX 4 )
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HEZFRFETERARILX . 5304 circRNA {4
)&, T circRNA {E A [7) F 1] [7) £ B A 2 40 )
S R H LR R RIA, 0 circRNA 5 HoE A
Rk K R IEA G 5 5304 circRNA AN [F] 2 Ab e
T, W) cireRNA W] LA/EJy miRNA {345, Tk
circRNA 5 miRNA [A] {128 RAARA E L. o,
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T cireRNA U 3 2 (%) S [) AN 51 I S
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2.2 fHEFRGicircRNA

Satterlee 25 "R T JLMAFE T A R G
RNA 7»%, W m°A, m’C. Inosine }% circRNA, %
HUAEAE T2 2R G0 circRNA 48 K Z 50k T4 5
TEH, fE75 EJE AR T circRNA, Thgg FIH g
£ miRNA ¥#34%, 25 ERERIASE, KN
RERMERGBITHEE R RIEEEAER, HpL
CDRlas fiid & 2. 1@ = 70 HE R SR AL R S HOR,
You % M k35 R, #H4 R G circRNA (neural
circular RNA) 3 Z R 5 T 4 b5 5% ik 25 (3 1) 1 32 5
B, HEEA—EREE LR R AR, H
EMAEHLR FEET S 5T R, GX
RGN cireRNA PRl i — PR %, JuH
S EAE NS S E A2 A v eI N A £

3 circRNATARIVIK R RE

M 1970 24, HERIER 22 1) circRNA 7 & 3o
circRNA & — K4 & WK F= 8 ME AR E 7
HREMEBHE . AR EDRCER T —
SEMNIH. R0, 5 A RNA ML, B BEC T
circRNA [ F I AR AE R 22 50, & & W] R 3
A A R T, 5 A DG 2R 1 mRNA ] L
B0 R ERIEN, BRI RN ES, —
RO IR fF i — w7t ™. BAR circRNA
TEPI R WA 2, (BT B IR PR s &
I, circRNA 7EVF 25 RILH T AFRFRE MR
IR, FFREIR A A OS5 B AR B KR,
FE7R cireRNA Wl Re SEMIAHC, FHA K HAR B
oy AR 0 W0 R T 0 0 A % 8 ) YR T IR T R
circRNA W27 R R KR F -
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