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RNA structure is associated with biological information and memory

ZHENG Xiao-Fei
(Beijing Key Laboratory for Radiobiology, Institute of Radiation Medicine,
Academy of Military Medical Sciences, Beijing 100850, China)

Abstract: RNA has the characteristics of forming a variety of structures. RNA structure is fundamental to RNA
function. RNA structure carries the important biological information on function. In the brain, RNA structure has a
bearing on the important functions of memory information code. This review briefly discussed the RNA structure as
a carrier of biological information and memory information code in the human brain, especially the carrier of
immediate memory information code. This hypothesis offers a new perspective for the interpretation of the
molecular mechanism of memory.
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