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A-to-I RNA editing in animal coding and noncoding RNAs
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Abstract: RNA editing is an important means to increase transcriptome complexity and functional diversity.
Adenosine to inosine (A-to-I) RNA editing is a common form of RNA editing in animals, which converts adenosine
to inosine in double-stranded RNA regions by the adenosine deaminase acting on RNA (ADAR) proteins. Recently,
the development of high throughput sequencing technology makes genome-wide identification of RNA editing sites
possible. A large number of A-to-I RNA editing sites have been discovered in transcriptome of human and other
animals, and most of them are located in noncoding RNAs. Recent studies show that A-to-I RNA editing plays an
important role in physiological functions, and dysregulated RNA editing may be involved in several pathological
processes. This review focuses on the identification, molecular mechanism and function of ADAR-mediated RNA
editing in coding and noncoding RNAs.
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