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Functional genes for grain yield related traits and their application in rice breeding
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Abstract: Grain yield, a complex trait in rice, is determined by its three component traits: number of panicles,
number of grains per panicle and grain weight. Great progress has been made in the genetic basis of rice yield after
the release of reference genome sequence. Great breakthrough has been made in map-based cloning of yield related
functional genes, a large number of yield related major QTLs have been cloned, and molecular mechanism
underlying yield formation is gradually being dissected. Moreover, development of functional markers greatly
enhances the efficiency of directional improvement of rice grain yield. Here, we review the research progress of
yield functional genomics in rice.
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