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Plant terpenoids: biosynthesis, regulation and plant-insect interactions
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Abstract: Plant secondary metabolism plays an important role in plant adaptation to environment, particularly in
mediating bio-interactions and protecting plants from herbivores and pathogens. Terpenoids form the largest group
of plant secondary metabolites, and we are interested in sesquiterpene biosynthesis and regulation. Trichome is

closely related to secondary metabolism as glandular trichomes synthesize, store and secrete/emit secondary
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metabolites. In this direction, we are particularly interested in transcription factors. We have analyzed the cotton

bollworm response to gossypol in relation to insecticide tolerance, and developed the plant based RNAi technology

for insect pest control and crop protection.

Key words: secondary metabolism; terpene; cotton; trichome; plant-insect interactions
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HIRRE St o X8 /NG FAL B M) TE FE W3S PR
AW B AT CA K Rl R SR B AR, T
YK RIS HEaFE . R 2
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5 21 & B (sesquiterpene synthase) {14, 122 JE
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MLl i oy, Herp £ 2k A RS & 2 (artemisinin)
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RIAGEEIEN, SCEEAES 2 TG BERK
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M Hr T ASEIR AR G LSBT 4 BR AL B 5
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RNA T (RNAT) A2 25k PR FH 6 PR 20 i 42 (1) — A~
FEIWLE. B RILLLSE, RNAIL 7E LAl R 5%
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BRI 0E, AN B HUR) Dh e 2 R ZE ik o 4
BTG, WO E R 2 G AR
BT B BBAE AR, £ RNA T REEDE
PR AP R IX T AR T R — R A
AP R Y BE e T SR . Ok BIEE R,
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BUEAWT AR B, W HOW MR B it 52 14 5 GIP
TEF ) R IE B DIA 5. K GIP XUEE RNA # ik
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R A P RS (B ) B AT

RN T BB RNAL R, viBE 5
BV I B HR A e A I R 1 1) 45 DA S 3 1) G e o0
R, RHMEEERN— IR Lk aeys T indi
R, BRI AR T dsRINA 2E N HH iz 240 i 1 2 — 3 g o
FATHIEY) P2 iR & g s As B g,
{453 dsRNA 525 5 b I A . 4 dsRNA Al
PR B C AR T LRI, B R T
Vi3 EH RNAL R, e T Em sk, f#
RNAI $ AR AEFE )40 H A 8 B [n) il H 7
_;./g: [46]o
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TR P R A B AN B O T A W TR
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