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Functional study of Arabidopsis response regulators in growth

and development of Arabidopsis thaliana
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Abstract: Cytokinins are plant hormones that play essential roles in regulating plant growth and development.
Although cytokinins have long been widely studied, only recently have we begun to understand the molecular
mechanisms underlying cytokinin signal transduction. The Arabidopsis Response Regulators (ARRs) are critical
members in the two-component system of cytokinin signal transduction. In this review, we focus on the functions of
ARRSs in the development of root, shoot apical meristem and leaf morphogenesis in Arabidopsis.
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