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Molecular mechanisms of plant responses to cold stress

DING Yang-Lin, SHI Yi-Ting, YANG Shu-Hua*
(State Key Laboratory of Plant Physiology and Biochemistry, China Agricultural University, Beijing 100193, China)

Abstract: Cold stress is one of the major factors that affect plant growth, development and distribution. To date,
CBF-dependent pathway has been extensively studied during cold acclimation. Recent studies suggest that plant
hormones are also involved in plant responses to cold stress. Here, we will summarize the latest progresses in cold
signaling and the crosstalk with plant hormone signaling.
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