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Abstract: The food-borne illness is the public health problem all over the world. The microbial risk assessment is

internationally recognized as a necessary support to the development of effective measures for supervision and

administration of food safety and food safety standard, with the aim to reduce the incident of food-borne illnesses

caused by pathogenic microorganisms from foods and to guarantee food safety. The present article gives a brief

overview of the research progress for the microbial risk assessment, and to introduce the problem and the related

possible solution by applicable technology, hoping to present some references for microbial risk assessment in

China.
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