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Abstract: Nonhuman primates (NHPs) play an important role in the biomedical field research, due to their
similarities in genetics, physiological and neurological function to humans. A crucial way to study pathogenic
mechanism and potential treatment is to establish animal models of human diseases, especially by gene editing
technology. The research progress in genome editing of NHPs has gone through two periods: one is traditional
transgenesis and the other is gene targeting. This article gives a brief review about the genome editing in NHPs and
focuses on precise genome editing technology.
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2 LA A B 5 385 D77 T 3 R T e FuAth SR 36 5 W)
TR, Bk, RESWIENIER, JCH
TG RGN IR T R FE S BB E R s
MBI EER. Bk, KER. BEESERK
RENVIMIE NSRS VAT 1 BT 78 A7 7 2 3
B RIS T R RAE. AYE
T UL A B D AR AR UG S5 VA RS T2 A
P I RSB, A e AR EOIE . 2
LB IT R B ik, B A EATAE LAR
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JHEIE R AERE T AR T e 3 R B 5
BB AL N, Il A e R R R AR B s Y
INCART U R i B A 2 5. RACR B3 (K 4
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T S 7 IR BE A T B B I 50, B0 A
FI RNA TIREAR K 7 A ik 5 A A7 A2 BRI 4b
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FIZR G S A e 1Y) ) o i [ S B 27 371 (clusstered
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RAEKFERAT A, 150 R KK 5
[A] G 66 5 A DR A
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FRZRBEEL & 3 Fh I ERM —— BB LIR I (zine
finger nucleases, ZFNs). TALENs Al CRISPR % %t.
X3 MR HR B T AL TAE B3 . DNA 255
R et e A, PRAITEAZ IR N UTB RHE 3T UIE A,
DL ZHAE H & % DNA S0 s R —— R AEFEJE
K it 3% $% (non-homologous end joining, NHEJ) Fl[7]
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Genome sequence
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