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Regulatory mechanism and dynamics of cyanobacterial circadian clock
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Institute of Physics, Chinese Academy of Sciences, Beijing 100190, China)

Abstract: Circadian oscillation is a typical nonlinear behaviour in nature. A sustained oscillatory rhythm is
fundamental for gene expression, signal transduction and metabolism in living cells. By quantifying the interactions
among the elements (or modules) of biological clocks, it is certainly helpful for us to understand how precisely the
circadian clocks regulate the life processes in spatiotemporal context.
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R 3 R ER AL A A5 (S431. T432 Al T426), EJ4
3 H R BB IR A R B — 3. KaiC R 1L
(1 )20 32 B JE 0 SRR A o R SR SR, A SR
AR e, BB RE = AR MIR G . S,
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FAEWMA S, — i B ER 1L, 53—t 21
Rk BIEAKH T MWC #% (Monod-Wyman-
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AN TR EE i ) T LR B . B ISR KaiA
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Pt T — N AR A AR B — IR
A R AL AL A (S431 5 T432) &5 R A5, 4
Filt KaiC S A 8 b % 3K 2 (A1 AH B3 A0 A 7 5
(%5 T432 J5 S431). BERRAG (BRI AL ) %
KaiA FIOE - RIEIRES TS, T KaiA BSOS - &
DR A 6 28 WAl S431 A7 s Rl 18 4 1) Y 35 4 o
e, HEERE KaiA e iim R, B
A %2 RS KaiC /S BRI 2) 1% I 5 KaiA Fl
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e MER IR
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AN LSS, FEVPR T — £ 41 Kai IR 1B H5
B, [BRZHEEAE TR T — AN EEHEENE
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WML AL I £ AT, Horfr, KaiC /S 5 fO B R 1h 5K
FERRAAEIR T3 ) E I, R S 2 BE KaiC
H & B IR A KT (BERR 1L 1) S431 5 T432 7 s 4l
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KaiB 1] DUIE 5 S B B[R] P, (5] B 38 0 D) 8% 9 40 25
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P o

7 g VERE R, KaiC B 1 BE IR AL 1) B 7 A
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X RS- 5 W8 41 1 4 5 R 4H 308 Y I s =R
FAL M, HE— SR AT B AL AR, RE6S
D20 9 A= i 80 ) 2 R e . BT X R 2 AR,
Li 2 B9 3k — 2B g2 7 5 A6 17 3 00 26 DR 1 43 A X
AR T, 3 KaiC AN BEB R E A2 A
WEIR LT 2 I 4L & TR ST (R 3 45 5 ok gz
HI L REAS R AR 2RI . Kai B /948 (1) & b Pk
IS A FEIFEA Kai RAMRS, LA SUEE AR
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A0 MU Kai B (IR EERS,  PRANOT 556 7 R A I
SERA RN P, AL, S8 B P Eh KaiA R,
W 9 Kai 4z 7 (AR A0 Bl 28, 0K A B TR A
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BiRY, AR S AR, 7EIX AR, AT
B IXLEARE I 3 RILARHE « 55—, FJE KaiC
NERZBAEEGEAATER s 32, FE
KaiA 3% KaiB ] 2 Fh i AR &5 25 =28, FH &
KaiC 5 KaiC 7N EAAH & WA EAEH . F 8
TR AR T35 —2REisE 2%, iR cH 5N
AP R, KaiC /S B AR Z 80 | L5
KaiC /R (o i s L] B #8258 —2%, &
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IR AL I R . SEAN B AE B % 0 | A 2 A B
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