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Research on the micro-evolution of root-knot nematode virulence populations
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Abstract: Root-knot nematodes (Meloidogyne spp.) are obligate parasites of major worldwide crops. Host resistance
is the main approach used to control plant diseases in conventional agriculture, but the widespread use of host
resistance selects for parasite individuals or populations that can overcome the host defense systems, which can lead
to a great potential threat to agricultural production. We analyzed the diversity, fitness cost and the pathogenicity
characteristics of the virulent populations, and discussed the virulence genetic variation mechanism about genome
plasticity, horizontal gene transfer, transposon, epigenetic and of the effectors. Finally we introduced the detection
technology and control strategy of the virulence root-knot nematodes. These will provide an important theoretical
basis for breeding and durability strategy.
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