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Molecular technology for high efficient utilization of lignocellulosic biomass

SONG Dong-Liang*, LI Lai-Geng

(State Key Laboratory of Plant Molecular Genetics, Institute of Plant Physiology and Ecology,
Shanghai Institutes for Biological Sciences, Chinese Academy of Sciences, Shanghai 200032, China)

Abstract: Lignocellulosic biomass, the most abundant renewable resources on the earth, provides main raw
materials for production of paper, chemicals, textile products, bioenergy and so on. Lignocellulosic biomass mainly
consists of three biopolymers: cellulose, hemicellulose and lignin. The utilization of these biopolymers is
determined by their compositional and structural properties. Modification of the biopolymers through molecular
technology promises more efficient utilization of lignocellulosic biomass. This review summaries the recent

progress on the biosynthesis and molecular modification of three biopolymers and offers perspectives of molecular

technology for lignocellulosic biomass modification.
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