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The research advances of Al-2/LuxS quorum sensing system mediating

Lactobacillus probiotic properties
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Abstract: Quorum sensing (QS) is a form of bacterial cell-cell communication through production and perception
of chemical signal molecules. The informational molecules can be divided into four categories: oligopeptides, acyl-
homoserine lactone (AHL), autoinducers-2 (AI-2) and diffusible signal factor (DSF). Among them, AI-2 and its
synthase LuxS constitute the AI-2/LuxS QS system, which mediates the intraspecies and interspecies information
communication among gram-positive bacteria (G") and gram-negative bacteria (G'). Lactobacillus is a family of
probiotics which exist in the human body, possess physiological characteristics of inhibiting pathogenic
microorganisms, maintaining intestinal micro-ecological balance and enhancing the immunity of body, and etc. This
article reviews the role and molecular mechanisms of the AI-2/LuxS system in the regulation of acid tolerance,
inhibition of pathogenic microorganisms, adhesion and colonization to intestinal epithelial cells, formation of
biofilm, and viability in the digestive tract of animals of Lactobacillus.
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