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The technologies of RNA labeling and imaging in living cells

LI Fa-Hui, WANG Fang, WANG Jiang-Yun*
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Abstract: RNA performs a variety of important biological functions. The disorder of RNA-protein interactions and
RNA localization is closely related to the occurrence of disease. The technologies of RNA labeling and imaging in
living cells have been useful tools for studying RNA location and movement, gene transcription regulation and
RNA-protein interactions. The exploitation of the technologies for RNA labeling and imaging has also attracted the

attention of many scientists.
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