55264 HH24
201442 H

Aan Vol. 26, No. 2
Chinese Bulletin of Life Sciences Feb., 2014

DOI: 10.13376/j.cbls/2014022
XE/HS: 1004-0374(2014)02-0144-09

MEMZHEERESTHMRTER: BX531E
ok, KAHH

(AEBUMR 2 A AR 5 A TR BE M E A9 %, st 100875)

#F AR N GERR LA DIOK 2 AR A AT ST B AR L o) . A8 S WS A B e 4 4
N TARZ BT B 2 FEE e B R S0 S I AR S 2 B, A DG A 32 B TR AR S R ) 55 KT A1)
o AR R ER PR RS . i), DREAS ARG RIERITETEH AR, (LA
W HAHEIE Z RPN VORI R B IR o A4 B i AT RS AT AR 05 R E D 2 RE T AR R &R
RGO I S B AR AR E R T IR, IR A E T Ak

KEIA - LEM AN s RS s B R

PESES : Ql4: Q938 XEKFRAEES : A

Progress on the biodiversity of microorganisms: patterns and processes
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Beijing Normal University, Beijing 100875, China)

Abstract: A central objective of ecology is to understand the mechanisms that generate and maintain biodiversity.
Ecologists have conducted a lot of theoretical and empirical studies to unravel macroecological patterns of diversity
and distribution of various organisms and to understand the underlying processes that produce these patterns.
However, most of these studies focus on macroorganisms, i.e. plants and animals. While microorganisms are the
most abundant and widespread on earth and mediate important ecosystem processes, little is known about their
diversity and distributional patterns. Here, we review recent studies of the diversity pattern of free-living
microorganisms and the potential underlying ecological processes, and then discuss some most challenging tasks in
microbial diversity research.
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