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Viruses and their ecological effects

ZHANG Quan-Guo
(State Key Laboratory of Earth Surface Processes and Resource Ecology, Beijing Normal University, Beijing 100875, China)

Abstract: Viruses have been recognized as the most abundant biological entities on Earth. Studies of marine
viruses have shown that viruses are of very high abundance and genetic diversity, and viruses make great
contribution to the mortality of prokaryotic and eukaryotic microbes. There have been both empirical data and
conceptual models for understanding the impact of viruses on biogeochemical processes in the sea; the responses of
marine viruses to global changes have also received much attention. Soil viruses, however, have been studied very
poorly. We have yet little information about the abundance, distribution, and environmental response of soil viruses.
It is known that soils contain a great amount of organic matters, and may function as an important carbon source.

Soil viruses may regulate the abundance and activity of soil microbes, with profound consequence for global carbon

cycles. It is thus crucial to integrate viruses into ecosystem ecology, either in the sea or on the land.
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