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Abstract: The project “Adaptive Radiation of Poaceae and Its Evolutionary Consequences” investigated the pattern
and mechanism of the adaptive radiations in the family Poaceae using multiple approaches including comparative
morphology, molecular phylogeny, Evo-Devo and paleobotany. The major findings include: (1) reconstruction of the
phylogenetic relationships of some controversy lineages within the grass family with sufficient resolution and
detection of major radiations happened in the evolutionary history of grasses; (2) elucidation of the roles of biotic
and abiotic factors in species adaption and divergence as well as rapid speciation; (3) detection of the impact of
genome size variation, gene structure variation, gene duplication, and regulatory changes on the modifications of
key characters (functions) during adaptive radiation. Meanwhile, many students have been trained, the technical
platforms and analytical facilities have been improved significantly, and the collaborations between Chinese
scientists and their counterparts from foreign countries have been strengthened. The completion of this project
provides an important basis for further studies on plant adaptive radiation and the plant biodiversity as a whole.
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