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Research advances in molecular mechanism of

nitrogen fixation and gene transformation
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Abstract: Biological nitrogen fixation not only plays an important role in the nitrogen cycle, but also has
significant potential value in agroforestry production. Nitrogen fixation is a process of multiple-gene regulation
and involves a variety of related molecules. In order to clarify the role of each gene and related molecular
processes in nitrogen fixation, make non-nitrogen fixing crops getting the ability of nitrogen fixation, scientists had
many long-term studies. This review is intended to summarize the molecular mechanism of nitrogen fixation, to

help obtaining the overall understanding in the molecular mechanism of nitrogen fixation and nitrogen fixation

gene transformation.
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