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Research advances in fish B-defensins
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Abstract: B-defensins as one significant member of antimicrobial peptides (AMPs), are characterized by small,
cationic and amphipathic with six conserved cysteine residues. With the development of genomics, twenty
B-defensin genes have been found in fish up to now. They, which lyse a broad spectrum of pathogens such as
bacteria and viruses, all have the same gene organisation within the coding region of three exons and two introns.

This article will summarize the research achievement of -defensins from its structure, tissue distribution, gene

structure, biological activity to biological evolution.
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Decoration 'Decoration #1": Shade (with solid black) residues that match the Consensus exactly.
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AAB49758.1; MuDB-1, Mus musculus, NP_031869.1; AmDB-1, Ailuropoda melanoleuca, XP_002929992.1; AgDef, Anopheles
gambiae, ABDI18596.1; AcDB, Anser cygnoides, ACC78295.1; AmDef-2, Apis mellifera, NP _001011638.1; BmbDef, Bombyx
mori, NP_001037370.1; BtDB-5, Bos taurus, NP_001124233.1; CjDB-1, Callithrix jacchus, XP_002756801.1; C{DB-1, Canis lupus
familiaris, NP_001107185.1; ChDB, Capra hircus, ABF71365.1; CnDB-1, Cervus nippon, ADK74772.1; CIDB-1, Chinchilla
lanigera, AAM97293.1; CoDB-1, Coturnix japonica, ADQ74866.1; CgDef-1, Crassostrea gigas, ACS91536.1; DmDef,
Drosophila melanogaster, NP _523672.1; EaDB-1, Equus asinus, ABX82806.1; GgDB-1, Gallus gallus, NP 989981.1; HdDef,
Haliotis discus discus, ACZ15982.1; HIDB-1, Hylobates lar, AAK61465.1; MmDB-1, Macaca mulatta, NP_001027990.1;
MgDB, Meleagris gallopavo, AAG09213.1; OaDB-1, Ovis aries, AAB61995.1; PaDB-104A, Papio anubis, NP _001140184.1;
PdDef, Polistes dominulus, ADB85559.1; RnDB-1, Rattus norvegicus, NP _113998.1; SsDB-1, Sus scrofa, NP _999003.1;
HsCath, Homo sapiens, AAH55089.1,
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