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Research advances on the cold-active phages in polar regions and deep sea

LI Ming-Yuan, JI Xiu-Ling, WEI Yun-Lin*
(Biotechnology Research Center, Kunming University of Science and Technology, Kunming 650500, China)

Abstract: As unique ecological systems on the earth, polar regions and deep sea are low-temperature, oligotrophic,

dark and enclosed extreme environments. Due to lack of photosynthesis, most organisms in these environments are

considered as “living fossils” for the research of life evolution and environmental evolution of the earth. Phages are

abundant in those extreme environments. More and more evidences have indicated that phages have an important

role in regulation of global biogeochemical cycles and maintenance of ecosystem balance. Here, we briefly review

the advances in the research of cold-active phages in the polar regions and deep sea.
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