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Epithelial cell transdifferentiation and epigenetic regulation

ZHANG Yan-Jie, WANG Jun-Qing, REN Jian-Min, YU Yi, YANG Fen, XU Chun-Di, ZHOU Tong*
(Department of Pediatrics, Ruijin Hospital, Shanghai Jiao Tong University School of Medicine, Shanghai 200025, China)

Abstract: Recently, the phenomenon of epithelial cell transdifferentiation has became a focus of multiple discipline
such as cell biology and immunology, since it closely relates to pathogenesis and development of diseases in human,
which including inflammatory diseases, organ fibrosis, tumorigenesis and metastasis. As a basically biological
phenomenon in cellular differentiation and development, transdifferentiation exists in various physiological and
pathological processes. The epigenetics can provide new theories to interpret the regulatory mechanism in gene
expression and biological heredity. As is known that epigenetic changes of genes that mediated by DNA
methylation, histone modification, and non-coding RNAs, play crucial roles in transdifferentiation of epithelial
cells. Further identification of mechanisms of transdifferentiation will contribute to better understand of the basic
processes in vital phenomenon and providing novel diagnostic and therapeutic targets for related diseases. This
review describes the relationship between epithelial cell transdifferentiation and epigenetic regulation.
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