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Construction of an engineering Acremonium chrysogenum for fermentation

of 7-ACA
HU You-Jia*, LIU Yan, ZHU Bao-Quan

(State Key Laboratory of New Drug and Pharmaceutical Process, Shanghai Institute of Pharmaceutical Industry,
Shanghai 200437, China)

Abstract: Cephalosporins antibiotics are the most widely used anti-infectious drugs in clinic. The important
intermediate for cephalosporins antibiotics, 7-aminocephalosporanic acid (7-ACA), is produced by semi-chemical
synthesis or two-step immobilized enzymatic transformation from cephalosporin C, the metabolites of Acremonium
chrysogenum, in industry. We report here that on the basis of understanding the cephalosporin C biosynthesis and
establishing the genetic modification of A. chrysogenum, three different cephalosporin C acylase expression
cassettes were introduced into A. chrysogenum upon the advance of synthetic biology. After analysis of the
engineering strains metabolites, the best expression cassette was chosen followed by optimization of traditional
fermentation process. In conclusion, a high-yield engineering A. chrysogenum for direct fermentation of 7-ACA was
obtained.
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