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Design of the enzymes and assembly of the novel synthetic pathways
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Abstract: Design of enzymes, as well as assembly of synthetic pathways, which are composed of multiple enzymes,
are the basis for constructing artificial synthetic system, therefore they are important issues in synthetic biology. The
researchers are demanded not only to explore the reservoirs of the natural enzymes but also design the new functional
biocatalysts and assemble the novel synthetic pathways by combining the multidisciplinary theories and techniques,

such as computational biology, protein engineering, combinatorial biosynthesis and so on. The research strategies and

recent progress in artificial design and assembly of enzymes and synthetic pathways are reviewed here.
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