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Research advances on proteomics of adipose tissue

LIU Chun-Dong, WANG Yu-Xiang, WANG Ning, LI Hui*
(College of Animal Science and Technology, Northeast Agricultural University, Harbin 150030, China)

Abstract: Adipose tissue not only maintains energy balance, but also functions as a crucial endocrine organ. It can
secrete different kinds of hormones and cytokines that involved in many physiological and pathological processes.
The rapid developing proteomic technologies provides powerful tools for our understanding of the mechanisms of
adipose development and obesity. This review summarizes research progresses on molecular mechanisms of adipose

tissue development, which provide new ideas for the regulation development of adipose tissue and treatment of

metabolic disease.
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