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Progress of the genetics of obesity: FTO
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Abstract: FTO (fat mass and obesity associated) is expressed widely in many tissues and extremly highly in
hypothalamus. It encodes a nucleic acid demethylase and influences expression of other genes by its nucleic acid
demethylation activity. It was revealed that FTO gene variance is associated with body mass index(BMI) and the
risk of obesity. F70 can lead to obesity and many complications such as type 2 diabetes through its effect on energy
intake or expenditure and many other pathways. Inactivation of 7O can also protect mice from obesity. In this
review, recent progress of the relationship between F70 variance and obesity, possible mechanisms of 70 and its

effect on energy balance in humans will be summarized.
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