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Progress of animal organs development regulated by let-7 microRNA
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Abstract: MicroRNAs (miRNAs) are a class of small non-coding RNAs, about 20~24 nucleotides in length. They
can inhibit target genes translation or degrade them directly through combination with the complementary sequences
in the 3'-UTRs of target mRNAs. The let-7 miRNAs were originally found in the nematode Caenorhabditis elegans,
where they mainly regulated the timing of cell division. Increasing evidences indicate that let-7 miRNAs are
associated with animal organs development and human diseases. This review summarized the recent progresses
about the function of let-7 miRNAs in the development of brain, neuron, lung and cardiovascular system.

Meanwhile, we elucidated the possible mechanism of let-7 miRNAs regulating the developmental processes of

animal organs that might provide the basis for further illustrating the function of let-7 miRNAs.
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IHREMIFEIN, (BRI b AT IS ) 23 18] (R R S
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PTG ARGt X, 241 M % N H RNA R 5
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pri-miRNA). pri-miRNA 7£ XU RNA $F 57 [ 1% R
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