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The function of glucocorticoid receptor on brain development in vertebrates

DAI Hong-Juan, HU Fang*
(Molecular Biology Research Center, School of Biological Science and Technology, Central South University,
Changsha 410078, China)

Abstract Glucocorticoid receptors (GR) are widely distributed in the central nervous system of vertebrates,
the structure and function of which are highly conservative. After binding to hormones these receptors either
work specifically with promoters of the target genes and affect gene expression, or activate G protein-coupled
signaling pathways that cause neurotransmitter release. Research shows that external environment stimulation
or exposure to exogenous glucocorticoid can change GR expression in the brain and influence the devel opment
and function of the brain; as a result significantly impact learning, memory, emotion, and behavior. This paper
reviewed the latest progresses of the structure and distribution of GR in the brain and GR-mediated effects on
brain development and functions in vertebrates, and highlighted the molecular mechanisms underlying the GR-
mediated actions.
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