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microRNAs and cardiovascular diseases
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Abstract: microRNAs (miRNAs) is the term used to describe endogenous and short (21-25 nucleotides long)
regulatory RNA molecules that govern gene expression at the post—transcriptional level. They regulate the
expression of genes in all kinds of physiological processes including cells proliferation, differentiation and
apoptosis etc,and further, they contact with a variety of human diseases. To elucidate the role of miRNAs in
diseases,researchers have done lots of researches and pointed out that research results may provide a novel
strategy for the therapy of many diseases. This article summarizes the progress in the study on the role of miRNAs
in cardiovascular diseases and the relationship between miRNAs and cardiovascular diseases including myocar—
dial hypertrophy, myocardial fibrosis, myocardial infarction, hypertension and arrhythmia etc.
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