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Transcriptional regulatory mechanisms in animal cells: insights from

biochemical studies
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Abstract: Ineukaryotes, transcriptional regulation happens inmultiple levels, involving different nuclear RNA
polymerases, corresponding general initiation factors, gene—specific regulatory factors, and a variety of co—
regulatory factors that act either through chromatin modifications (e.g. histone acetyltransferases and
methyltransferases) ormediators to facilitate the formation and functionof the preinitiation complex. Biochemi-
cal studies have provided insights into the mechanism of action of these factors, including pathways for their
sequential function in chromatin remodeling and preinitiation complex formation/function steps.
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